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reproductive performance in terms of an increased prolificacy. The 
strain 25840 also exhibit improvements in the viability of born 
piglets with increases in the number of weaned piglets per litter. 
Their administration along three parities demonstrated to have a 
clear impact on gut microbial ecosystem.
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Background: Spanish swine industry is the forth potency in 
the world and the second potency in Europe (17.4% of European 
production; source: Ministry of Agriculture, Fisheries and Food). 
The improvement of the health status and growth performance of 
swine will revert in important economic benefits in the sector. An 

in-depth knowledge of the Spanish swine microbiome, followed by 
the assessment of the effects of dietary changes (i.e. probiotics and 
prebiotics) in the microbiota are recognized essential strategies to 
increase health and performance in pigs. In this study a character-
ization of Spanish swine gut microbiome and the prebiotic effect 
of diet have been analyzed.

Methods: A total of 32 Duroc x (LDxLW) growing-finishing 
pigs were included in the study. Animals were divided in two groups 
and fed with standard diet and with a potential prebiotic diet con-
taining 24% citrus pulp, respectively. Faecal samples were obtained 
before the administration of the experimental feeds (time 0) and 
six weeks after. Data concerning weight and health status were also 
recorded. DNA was extracted with a modified commercial protocol 
and libraries obtained. Bacterial microbiome was obtained by MySeq 
platform (Illumina). Raw sequences were filtered based on quality, 
merged and annotated. 

Results: In all cases, rarefaction curves reached a plateau, show-
ing a complete saturation in the annotation of the sequences. Time 
0 microbiome was analyzed to ensure that no significant differences 
existed before diet modification. The evolution of microbiome with 
standard and modified diet showed significant differences in genera, 
highlighting Clostridium and Turicibacter, which showed different 
evolution depending on the diet.

Conclusion: The results obtained let us firstly to characterize 
Spanish swine microbiome. Moreover, citrus pulp-diet showed gut 
microbiome differences after six weeks of consumption, preliminary 
pointing to a prebiotic effect of this compound, and support further 
studies on prebiotic and probiotic diet addition in swine.


