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ive and plum). The isothermal amplification method 
has been conceived to test, in one reaction, all the 
above sub-species. DNA from healthy plants was 
been used as negative control, and absence of cross-
reaction has been ensured with closely related spe-
cies (i.e. several Xanthomonas species). Flashdiag®XF 
has been designed for field use, and is adapted for 
users without laboratory experience. From a symp-
tomatic plant leaf/petiole and in less than 1 h, the 
test will clearly indicate the presence or absence of 
X. fastidiosa for a given plant sample. In 2017, DNA 
samples from infected plants of olive, almond, ole-
ander, cherry, Polygala mirtifolia, laurel, lavender and 
rosemary, collected by the University of Bari Aldo 
Moro, will be tested. In 2018, the kit will be tested 
on other host species. Field validation will be con-
ducted by the end of 2017 on olive trees in Apulia 
(Italy), to test the kit in field conditions with a high 
number of samples. Flashdiag®XF aims to provide 
rapid diagnosis leading to efficient monitoring of X. 
fastidiosa in a field-based, user-friendly format.
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Xylella fastidiosa is a quarantine organism in the Eu-
ropean Union (EU), that was first detected in Europe 
in Italy in 2013 where it is associated to a severe epi-
demic on olive trees. The bacterium has also been 
detected in France (2015) and Germany (2016). Due 

to the recent outbreaks and to different interceptions, 
mainly on ornamental coffee plants, the EU has im-
plemented annual surveys in its member states 
to prevent new introductions or the spread of this 
harmful organism. During official surveys in late au-
tumn 2016 in Mallorca Island, Spain, the bacterium 
was first detected in a garden centre near the locality 
of Manacor. Since then a total of 189 positive samples 
in 11 different host species have been found in dif-
ferent disease foci in the islands of Mallorca (124), 
Menorca (16) and Ibiza (49). Sequence analysis of the 
RNA polymerase sigma 70 factor sequence and mul-
tilocus sequence analysis (MLST)/typing revealed 
the presence of X. fastidiosa subsp. fastidiosa ST1 and 
X. fastidiosa subsp. multiplex ST6* (a new ST closest to 
ST6) and ST7 in Mallorca island, X. fastidiosa subsp. 
multiplex ST6* in Menorca island, and X. fastidiosa 
subsp. pauca ST80 (a new ST) in Ibiza island. Polygala 
myrtifolia was found to be infected by all subspecies 
and ST types. These results suggest that the emer-
gence of X. fastidiosa in the Balearic Islands is likely 
due to several introduction events of diverse strains 
and different subspecies. Eradication measures were 
taken in the garden centre according to the Spanish 
contingency plan and EU legislation. Following the 
Commission Decision 2015/789/EU of establishing 
a 10 km radius delimiting buffer zone for each infec-
tion focus, 80% of the territory of Mallorca 50% of 
Menorca, and 90% of Ibiza are considered as demar-
cated areas. The best strategies to control the differ-
ent outbreaks are under study.
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Xylella fastidiosa (Xf), living and multiplying in host 
xylem systems, is regulated in many countries. Xf 
originates from the American continent. In recent 
years the pathogen has appeared in Mediterranean 
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